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Research Interests 

The focus of research of Dr van Duijn is on Alzheimer's disease and related disorders including 
Parkinson's disease, Creutzfeldt-Jakob disease, frontal lobe dementia and Down syndrome. Further, 
she studies the genetic-epidemiology of, osteoarthritis, diabetes, hypertension, and strokes. These 
studies involve genomic searches in family-based studies and in genetically isolated populations as 
well as candidate gene studies in the Rotterdam Study. With regard to population-based research, Dr 
van Duijn's prime interest is in gene-gene and gene-environment interaction. The development of 
approaches to study gene-interactions is one of the focuses in her methodologic work. 
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Research 

Her research concerns the translation of genomics research to applications in clinical practice and 
public health. The focus of her work is on the prediction of complex diseases by genomic profiling and 
on the evaluation of the usefulness of genetic testing, and includes a series of modeling studies that 
investigate the role of various aspects of genes and disorders (e,g., genotype frequency, heritability, 
disease prevalence) on the predictive value of genomic profiling, as well as analyses of empirical 
genetic epidemiological studies, including several association studies on metabolic disease and 
depression. In addition to studies on the genetic prediction of complex diseases, she is also interested 
and working on psychological, behavioral and ethical aspects of genetic testing, which is relevant for 
the implementation of genetic tests in the future.  
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